

DNA "PRIAAARY REGION", 
102 

' — I 




RESTRICTION 
ENZYME 
CLEAVAGE 
SITE. 100 



5-BASE 
CODE TO 
IDENTIFY 
PROTEIN, 
104 



Fig. 4 




FOLD COMPLEMENTARY DNA TO "DNA PRIMING REGION" + 
SEQUENCE USING STANDARD PCR METHODS: 

COMPLEMENTARY OLIGO, 122 

I ^ -1 SE QUENCE ^ 

'CTAGGAAAAA' ^ 

GATCCTTTTTACTGC 

102 104 

MATCH UP RESULTING SEQUENCE DATA WITH 
RECORDS KEPT THAT CONNECT PROTEIN 
IDENTIFY TO SEQUENCE: 



ACTGC = PROTEIN #120 

^— {SPECIES) 
I 104 



J 

Y ~ 



Fig. 5 




OLIGO-THIOL IS INCORPORATED INTO SAM 
ALONG WITH NTA ON COLLOID. HIS-TAGGED 

PROTEIN IS AHACHED TO COLLOID VIA NTA-Ni j 



Fig. 6 
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PROTEIN #1 






PROTEIN. BOUND TO 
COLLOID iS ALLOWED TO 
PARTICIPATE IN BINDING 
ASSAYS. 



PROTEIN #2 



Fig. 7 



TO UNCOVER THE IDENTITY OF PROTEIN ARER 
THE ASSAYS ARE COMPLETED, CLEAVE THE 
DNA PORTION OF THE DNA-THIOL BY ADDITION 
OF A RESTRICTION ENZYME: 




RESTRICTION ENZYME CLEAVES DNA 
AT SPECIFIC RECOGNITION SITE 

i 

CGATCCTTTTTACTGC 

104 

NTA-HIS LINKAGE 



102 



GATCCTTTTTACTGC 



104 



NTA-HIS-( PROTEIN 

#1 



■Y" 



Fig. 8 
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124 




DNA THIOL IS INCORPORATED 

INTO SAM ON COLLOID ALONG WITH 

NTA + PROTEIN IS AHACHED VIA HIS-TAG. 



Fig, 9 



COLLOIDS BEARING PROTEINS OR SMALL MOLECULES 
ARE ALLOWED TO INTERACT BINDING OF PROTEIN 




Fig. 10 




r 



COMPLEMENTARY SEQUENCES TO OLIGO IDENTIFIER DNA 
ARE ADDED + ALLOWED TO BIND. 

'AGT GTACGCCGTTGT 



r 



L 



REMOVE BY 
140 DNAase 



CACCGTATTAGT 



138 



REMOVE BY 
DNAase 



COLLOID 
X. 
128 



TGACTGTCATCG 
/ V\ ACTGACAGTAGC 





126 



134 



Fig. 11 



( COLLOID ^ 




GAATCA 



REMOVE BY 
DNAase 



SINGLE-STRANDED DNAase IS ADDED TO REMOVE (OR 
"CHEW UP ") ANY NON-HYBRIDIZED DNA. 



Fig. 12 



r 



COLLOID 
X, 
128 

( COLLOID \ 




Fig. 13 
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COMPLEMENTARY DNA IS DENATURED AND SEQUENCED. 



136 



COLLOID 
128 



-TGACTGTCATCG- 



ACTGACAGTAGC, 




COLLOID 
Y 

130 



126 



134 



Fig. 14 



RESULTING SEQUENCE CONTAINS THE 
UNIQUE DNA CODES OF THE TWO BINDING 
PARTNERS, X + Y: 



136 



^ >j 

ACTGACAGTAGC 



ACTGAC. 



124 



AGTAGC 



132 



UNIQUE 
SEQUENCE 

FOR 
PROTEIN X 
(SPECIES. 126) 



UNIQUE 
SEQUENCE 

FOR 
PROTEIN Y 
(SPECIES, 134) 



PROTEIN X + PROTEIN Y MUST BE BINDING PARTNERS. 



Fig. 15 
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Fig. 17 




Fig. 18 
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120 




Fig. 19 



